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ggt 


att 


=a 4- =a 
d L. d 


nft 
y ll 


aaa 


cga 


aat 


aat 


cat 


tea 


qqt 


aat 


att 


aac 


ata 


cca 


2448 


231 


Gly 


He 


He 


Val 


Lys 


Arg 


Asn 


Asp 


His 


Ser 


Gly 


Ser 


lie 


Asn 


He 


Pro 




232 










805 










810 










815 






234 


aga 


tgg 


tac 


ata 


aca 


tea 


aat 


tta 


caa 


aat 


tat 


caa 


aat 


aat 


aaa 


aca 


2496 


235 


Arg 


Trp 


Tyr 


He 


Thr 


Ser 


Asn 


Leu 


Gin 


Asn 


Tyr 


Gin 


Ser 


Asn 


Lys 


Thr 




236 








820 










825 










830 








238 


gat 


cat 


aaa 


att 


gag 


caa 


eta 


att 


aat 


aaa 


gat 


QQt 
^y u 


aqt 
01 z) ^~ 


tat 


ate 


act 


2544 


239 


Asp 


His 


Lys 


He 


Glu 


Gin 


Leu 


He 


Gly 


Lys 


Asp 


Gly 


Ser 


Tyr 


He 


Thr 




240 






835 










840 










845 










242 


tec 


gat 


caa 


att 


gat 


aaa 


att 


tta 


caa 


aat 


aag 


aaa 


qat 


qqt 


aca 


qta 


2592 


243 


Ser 


Asp 


Gin 


He 


Asp 


Lys 


He 


Leu 


Gin 


Asp 


Lys 


Lys 


Asp 


Gly 


Thr 


Val 




244 




850 










855 










860 












246 


att 


aca 


tct 


caa 


gaa 


ttg 


aaa 


aag 


ctt 


get 


gat 


aaa 


aat 


aag 


age 


caa 


2640 


247 


He 


Thr 


Ser 


Gin 


Glu 


Leu 


Lys 


Lys 


Leu 


Ala 


Asp 


Glu 


Asn 


Lys 


Ser 


Gin 




248 


865 










870 










875 










880 




250 


aaa 


tta 


tct 


get 


teg 


gac 


att 


gca 


agt 


age 


tta 


aat 


aag 


eta 


gtt 


ggg 


2688 


251 


Lys 


Leu 


Ser 


Ala 


Ser 


Asp 


He 


Ala 


Ser 


Ser 


Leu 


Asn 


Lys 


Leu 


Val 


Gly 




252 










885 










890 










895 






254 


tea 


atg 


gca 


eta 


ttt 


ggt 


aca 


gca 


aat 


agt 


gtg 


agt 


tct 


aac 


gee 


tta 


2736 


255 


Ser 


Met 


Ala 


Leu 


Phe 


Gly 


Thr 


Ala 


Asn 


Ser 


Val 


Ser 


Ser 


Asn 


Ala 


Leu 




256 








900 










905 










910 








258 


cag 


cca 


att 


aca 


caa 


cca 


act 


caa 


gga 


att 


ttg 


get 


cca 


agt 


gtt 


tag 


2784 


259 


Gin 


Pro 


He 


Thr 


Gin 


Pro 


Thr 


Gin 


Gly 


He 


Leu 


Ala 


Pro 


Ser 


Val 






260 






915 










920 










925 










263 


<210> SEQ ID NO: 


: 2 
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264 


<211> LENGTH: 927 
























265 


<212> TYPE: 


PRT 


























266 


<213> ORGANISM: 


Moraxella bovis 


















268 


<400> SEQUENCE: 


2 
























269 


Met 


Ser 


Asn 


He 


Asn 


Val 


He 


Lys 


Ser 


Asn 


He 


Gin 


Ala 


Glv 


Leu 


Asn 


270 


1 








5 










10 










15 




272 


Ser 


Thr 


Lvs 


Ser 


Gly 


Leu 


Lvs 


Asn 


Leu 


Tvr 


Leu 


Ala 


He 


Pro 


Lys 


Asp 


273 








20 










25 










30 






275 


Tvr 


Asp 


Pro 


Gin 


Lys 


Gly 


Gly 


Thr 


Leu 


Asn 


Asp 


Phe 


He 


Lys 


Ala 


Ala 


276 






35 










40 










45 








278 


Asp 


Glu 


Leu 


Gly 


He 


Ala 


Arq 


Leu 


Ala 


Glu 


Glu 


Pro 


Asn 


His 


Thr 


Glu 


279 




50 










55 










60 










281 


Thr 


Ala 


Lys 


Lys 


Ser 


Val 


Asp 


Thr 


Val 


Asn 


Gin 


Phe 


Leu 


Ser 


Leu 


Thr 


282 


65 










70 










75 










80 


284 


Gin 


Thr 


Gly 


He 


Ala 


He 


Ser 


Ala 


Thr 


Lys 


Leu 


Glu 


Lys 


Phe 


Leu 


Gin 


285 










85 










90 










95 




287 


Lys 


His 


Ser 


Thr 


Asn 


Lys 


Leu 


Ala 


Lys 


Gly 


Leu 


Asp 


Ser 


Val 


Glu 


Asn 


288 








100 










105 










110 






290 


lie 


Asp 


Arg 


Lys 


Leu 


Gly 


Lys 


Ala 


Ser 


Asn 


Val 


Leu 


Ser 


Thr 


Leu 


Ser 


291 






115 










120 










125 








293 


Ser 


Phe 


Leu 


Gly 


Thr 


Ala 


Leu 


Ala 


Glv 


He 


Glu 


Leu 


Asp 


Ser 


Leu 


lie 


294 




130 










135 










140 










296 


Lys 


Lys 


Gly 


Asp 


Ala 


Ala 


Pro 


Asp 


Ala 


Leu 


Ala 


Lys 


Ala 


Ser 


He 


Asp 


297 


145 










150 










155 










160 


299 


Leu 


He 


Asn 


Glu 


He 


He 


Gly 


Asn 


Leu 


Ser 


Gin 


Ser 


Thr 


Gin 


Thr 


lie 


300 










165 










170 










175 




302 


Glu 


Ala 


Phe 


Ser 


Ser 


Gin 


Leu 


Ala 


Lys 


Leu 


Glv 


Ser 


Thr 


He 


Ser 


Gin 


303 








180 










185 










190 






305 


Ala 


Lys 


Gly 


Phe 


Ser 


Asn 


He 


Gly 


Asn 


Lys 


Leu 


Gin 


Asn 


Leu 


Asn 


Phe 


306 






195 










200 










205 








308 


Ser 


Lys 


Thr 


Asn 


Leu 


Gly 


Leu 


Glu 


He 


He 


Thr 


Glv 


Leu 


Leu 


Ser 


Glv 


309 




210 










215 










220 










311 


lie 


Ser 


Ala 


Gly 


Phe 


Ala 


Leu 


Ala 


Asp 


Lys 


Asn 


Ala 


Ser 


Thr 


Glv 


Lys 


312 


225 










230 










235 










240 


314 


Lys 


Val 


Ala 


Ala 


Gly 


Phe 


Glu 


Leu 


Ser 


Asn 


Gin 


Val 


He 


Glv 


Asn 


Val 


315 










245 










250 










255 




317 


Thr 


Lys 


Ala 


He 


Ser 


Ser 


Tyr 


Val 


Leu 


Ala 


Gin 


Arg 


Val 


Ala 


Ala 


Glv 


318 








260 










265 










270 






320 


Leu 


Ser 


Thr 


Thr 


Gly 


Ala 


Val 


Ala 


Ala 


Leu 


He 


Thr 


Ser 


Ser 


He 


Met 


321 






275 










280 










285 








323 


Leu 


Ala 


He 


Ser 


Pro 


Leu 


Ala 


Phe 


Met 


Asn 


Ala 


Ala 


Asp 


Lys 


Phe 


Asn 


324 




290 










295 










300 










326 


His 


Ala 


Asn 


Ala 


Leu 


Asp 


Glu 


Phe 


Ala 


Lys 


Gin 


Phe 


Arg 


Lys 


Phe 


Gly 


327 


305 










310 










315 










320 


329 


Tyr 


Asp 


Gly 


Asp 


His 


Leu 


Leu 


Ala 


Glu 


Tyr 


Gin 


Arg 


Gly 


Val 


Gly 


Thr 


330 










325 










330 










335 




332 


He 


Glu 


Ala 


Ser 


Leu 


Thr 


Thr 


He 


Ser 


Thr 


Ala 


Leu 


Gly 


Ala 


Val 


Ser 


333 








340 










345 










350 






335 


Ala 


Gly 


Val 


Ser 


Ala 


Ala 


Ala 


Val 


Gly 


Ser 


Ala 


Val 


Gly 


Ala 


Pro 


lie 



Use of n and/or Xcm has been detected in the Sequence Listing. 

Review the Sequence Listing to insure a corresponding 
explanation is presented in the <220> to <223> fields of 
each sequence using n or Xaa. 
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L 


1098 


M: 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


12 


L 


1157 


M: 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


17 


L 


1760 


M: 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


23 


L 


1777 


M: 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


24 


L 


1804 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


25 


L 


1873 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


29 


L 


2825 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


41 
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